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Cross-References from PDB.PIR and SWISS-PROT to ProTherm

CRIELLED The following tables show the correspondence between the database entries of PDEB, PIR and SWISS-PROT
What's New and ProTherm entries. In the case of PDB, Table 2 contains links for PDB entries in which percentage of
sequence identity with corresponding ProTherm protein sequence is higher than 95%. These tables can be
Statistics used to create pointers from these database entries to PraTherm.
Tutorial 1. PDB to ProTherm [100%] ; Table without link(updated May 2008)
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Cross-References from PDB to ProNIT

The following table shows the correspondence between the database entries of PDB and ProNIT entries.
The table contains links for PDB entries in which percentage of sequence identity with corresponding ProNIT
protein sequence is higher than 95%. This table can be used to create pointers from these database entries
ta ProNIT.
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